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Omics data analysis using QIAGEN IPA

Omics data type

• RNA-seq

• scRNA-seq

• Microarray

• Nanostring

• qPCR

• ChIP-seq

• Proteomics

• Metabolomics

• RNAi

• CRISPR

• WGS/WES etc.

QIAGEN IPA
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Comprehensive single-cell RNA-seq analysis with Qiagen Digital Insights 
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Publication of Single-cell RNA Seq and Qiagen IPA
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UCLA Health Jonsson Comprehensive Cancer 

center also use Qiagen IPA to interpreted 

spatial transcriptome  

https://www.uclahealth.org/cancer/researchers/shared-resources/genomics
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Use Case

6

June 21, 2023



Sample to Insight

Data Format 
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gene avg_log2FC p_val_adj

SPRR2D 2.706423338 0

SPRR2E 2.654346543 0

DEFB4A 2.579461176 0

SPRR2A 2.520689273 0

LCN2 2.449394678 0

CRCT1 2.414710712 0

SLURP2 2.390169921 0

CNFN 2.342349982 0

SLURP1 2.340477642 0

S100A7 2.260580342 0

SPRR3 2.194651151 0

SPRR2B 2.173298475 0

KLK13 2.097040487 0

LCE3D 2.082024046 0

KLK6 2.027716246 0

SPRR1A 2.017865872 0

gene avg_log2FC p_val_adj

COL1A1 1.119188557 0

FN1 1.077456695 0

COL1A2 1.047688083 0

TIMP1 1.040462139 0

COL6A2 0.98234798 0

COL3A1 0.916656628 0

SPARC 0.902377431 0

VIM 0.87526439 0

HMGN2 0.791542974 0

TNC 0.778830913 0

IGFBP7 0.716862936 0

FTL 0.653061976 0

MT2A 0.612219081 0

PFN1 0.546409497 0

FBLN2 0.472353201 0

LGALS1 0.668868409 9.25E-299
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Upload dataset

8

1

2
3

June 21, 2023



Sample to Insight

Core Analysis
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Core Analysis –Set Up
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Three Step

1. Set Cutoff

2. Biological Filter

3. Run Analysis

Run Analysis
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Tumor Core Analysis Result Overview
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Tumor Core Bubble Plot 
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Neuroprotective Role of THP1 

in Alzheimer's Disease

S100 Family signaling pathway
MSP-RON Signaling in 

Cancer Cells Pathway

Pathogen Induced Cytokine Storm Signaling Pathway

Tumor core Leading edge
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Pathogen Induced Cytokine Storm Signaling Pathway
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Upstream analysis in Tumor Core

Proto-Oncogene transcription factor
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Leading Edge Bubble Plot
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Tumor microenvironment

Pathogen Induced Cytokine Storm Signaling Pathway

Wound healing pathway

Pulmonary Fibrosis idiopathic signaling Pathway
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Pulmonary Fibrosis idiopathic signaling Pathway
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Upstream analysis in Leading Edge

EMT regulator
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Compare Analysis

Step for You to do your compared analysis
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Compare Analysis Result
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Canonical pathway Upstream 

Regulators

Tumor core

Leading Edge
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Compare Analysis Result
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Cell migration and invasionEMT signaling 
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Summary

QIAGEN IPA– access to manually-curated knowledge base

➢ Perform expression analysis and compare cell clusters

◼ Discover novel biological mechanisms

◼ Identify cell type-specific biomarkers and key regulators/targets
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Better Care with Better Knowledge

Bioinfo@GGA.ASIA

若有需要進一步的資訊或在使用軟體上遇到問題歡迎聯繫以下窗口:

席佩妤資深業務專員 CleoHsi@gga.asia   02-2795 1777 #3014

熊嘉妮專案主任 ChristineHsiung@gga.asia  02-2795 1777 #3028


