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Demo – Single-cell Data Analysis

Demo on Colab

https://bit.ly/4jwQ2po

https://drive.google.com/drive/folders/1L79nD4u
Bud6ujEIXZvT4AxicI10R2MjS?usp=sharing

https://bit.ly/4jwQ2po
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Scverse - https://scverse.org/

Scverse is an open-source, community-governed ecosystem 

of packages for single-cell and spatial omics. Shared data 

structures like AnnData, MuData, and SpatialData let tools 

such as Scanpy, scvi-tools, and Squidpy compose into a 

single powerful analysis.
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Scverse - https://scverse.org/



Scverse -
Tutorials
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AnnData object
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The active data matrix in adata.X


